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Artificial Intelligence in Curation

Overview of the ImmPort Ecosystem
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One example in development is a chatbot that
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registering your study, you can complete, validate, and upload data using
ImmPort templates. Finally, contact the ImmPort team to share your study in a
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ImmPort (immport.org) is a NIAID-funded resource for sharing immunology research data and hosting web-based tools for automated analysis
of data. ImmPort facilitates inter- and intra-study analysis by applying a consistent data model that captures a robust set of descriptive

elements with standardized terms across publicly-shared studies. As a data sharing portal for the Division of Allergy, Immunology, and
Transplantation, ImmPort focuses on studies of autoimmunity, infection and vaccine response, transplantation, and allergy.

Data Model

https://docs.immport.org/datasubmission/general/

by d ata p rOVi d e rS fo r d ata S u b m iSS i O n ) Contact the ImmPort team at ImmPort_Helpdesk@immport.org

Shared Data Browser

User Community Driven Curation
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ImmPort's model for handling research data organizes information into . . . . _
o , , T ImmPort currently shares research and clinical trial data from over 800 The Human Immunology Project Consortium (HIPC) is one example of
metadata or descriptive categories, with each having its own template (or 4 . : X . 9 . _ A _ ,
. . . studies encompassing a range of research areas, species, and assay an active group in ImmPort’s scientific user community. One major
suite of templates) for data entry. The data model aims to facilitate the All studi e b 4 using f 9 Hf . _ ,
. . e . . types. All studies can be browsed using faceted search teatures. focus of HIPC leverages systems immunology approaches to identify
organization and sharing of scientific data in immunological research. , , L .
molecular signatures associated with immunogenicity of many
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